ABSTRACT We present a high-quality draft genome assembly for Fusarium oxysporum f. sp. cubense tropical race 4 (Fusarium odoratissimum), assembled from PacBio reads and consisting of 15 contigs with a total assembly size of 48.59 Mb. This strain appears to belong to vegetative compatibility group complex 01213/16.
We used the MAKER pipeline (16, 17) v2.31.10, including AUGUSTUS (18) v3.1 for ab initio gene prediction with the "Fusarium" species option and homology evidence from a set of 53,031 F. oxysporum f. sp. cubense proteins from the NCBI Proteins database (19) after soft masking by RepeatMasker v4.0.7 against the "Ascomycota" section of RepBase (20) (21) (22) . This predicted 14,472 protein-coding genes. BLASTN searches against discriminative sequences (23) suggest that UK0001 belongs to vegetative compatibility group complex 01213/16. Data availability. These data are deposited at DDBJ/ENA/GenBank under the accession number VMNF00000000 and the Sequence Read Archive (24) under BioProject accession number PRJNA556111.
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